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<120> Enhanced Secretion of a Polypeptide by a 
Microorganism 
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<160> 30 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 15 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide tag 
<400> 1 

Ala Gly Lys Thr Asn Ser Phe Asn Gin Asn Val Ala Leu Ala Ala 
1 5 10 . 15 

<210> 2 
<211> 15 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide tag 
<400> 2 

Ala Gly Lys Thr Asn Ser Phe Asn Gin Asn Val Ala Leu Asp Asp 
1 5 10 15 



<210> 3 
<211>.ll 
-<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide tag 
<400> 3 

Ala Ala Asn Asp Glu Asn Tyr Ala Leu Ala Ala 
1 5 10 

<210> 4 
<211> 15 
<212> PRT 

<213> Artificial Sequence 



1 



<220> 

<223> synthetic peptide tag 
<400> 4 

Ala Gly Lys Thr Asn Ser Phe Asn Gin Asn Val Ala Leu Lys Lys 
1 5 . 10 15 

<210> 5 
<211> 14 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide tag 
<400>. 5 

Gly Lys Thr Asn Ser Phe Asn Gin Asn Val Ala Leu Ala Ala 
1 5 10 

<210> 6 
<211> 14 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide tag 
<400> 6 

Gly Lys Thr Asn Ser Phe Asn Gin Asn Val Ala Leu Asp Asp 
15 10 

<210> 7 
<211> 32 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> primer 

<400> 7 . . 

gtcgacctcg agaccccaag cttggcgtaa tc * 32 

<210> 8 
<211> 60 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 8 

gtcgacctcg agcggcagaa tctttttttg attctgccgc aaagtcgtct gttgagcctg 60 

<210> 9 
<211> 71 
<212> DNA 

<213> Artificial Sequence 

<220> 



2 



<223> primer 
<400> 9 

ctgcagctcg aggatatcgt cgaccggcag aatcaaaaaa agattctgcc gaccccaagc 
ttggcgtaat c 

<210> 10 
<211> 81 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400>. 10 

cttctactcg agtcaggcag ctaatgctac gttttggtta aaactgttag ttttgcctgc 
gctcaaagtc gtctgttgag c 

<210> 11 
<211> 81 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 11 

cttctactcg agtcagtcgt ctaatgctac gttttggtta aaactgttag ttttgcctgc 
gctcaaagtc gtctgttgag c 

<210> 12 
<211> 69 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 12 

cttctactcg agtcaagctg ctaaagcgta gttttcgtcg tttgctgcgc tcaaagtcgt 
ctgttgagc 

<210> 13 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 13 

cagctccgtc tgaggaaaaa g 

<210> 14 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 



<400> 14 

cgaagtgggc gatttcttcc g 

<210> 15 
.<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 15 

ttctaaaagc ttagtgcttg attcgaaaat caggcctgtg 

<210> 16 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 16* 

gagctcgctg cgcttattag tcgtctaatg ctacgttttg gttaa 

<210> 17 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 17 

ttaaccaaaa cgtagcatta gacgfactaat aagcgcagcg agctc 

<210> 18 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 18 

cctccgtgca tgcttcctct tatttattga cagaaatctg 

<210> 19 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 19 

agagttttaa atctctcggg agaaacacat ggatgacatt 
<210> 20 



21 



40 



45. 



45 



40 



4 



<211> 40 
<212>. DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 20 

tgtatatgta aatttcagat catcataaat atctgctatt 

<210> 21 
• <211> 31 
<212> DNA 

<213> Artificial Sequence 

. <220> 

<223> primer 

<400> 21 

cttaccgaat tcgtgaagga ggagcattat g 
<210> 22 

<211> 30 • 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 22 

-gcctttggat ccggctgcaa gcaggaacgc * 

<210> 23 
. <211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 23 

acgttacgga ttcgacaggg atgg 

<210> 24 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 24 

gagtcgaacc cacgtccaga aa 

<210> 25 

<211> 152 

<212> PRT 

<213> Bacillus subtilis 

<4 00> 25 
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<210> 26 
<211> 158 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> IL-3 encoded by plasmid pLATIL-3 
<400> 26 
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<210> 27 
<211> 158 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> IL-3 substituted tag chanrged C-terminus 
<400> 27 
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<210> 29 
<211> 15 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide tag 
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• 



<400> 29 

Ala Gly Lys Thr Asn Ser Phe Asn Gin Asn Val Ala Leu Glu Glu 
1 5 10 15 

<210> 30 

<211> 15 . ' 
<212> PRT 

<213> synthetic peptide tag 
<400> 30 

Ala Gly Lys Thr Asn Ser Phe Asn Gin Asn Val Ala Leu Arg Arg 
1 5 10 15 



